                                     (((((((((((((((((.......(.....(((((.....))))))...........)).)))))))))).....)))))
NW_019212880.1|est1|854754-854820| GGACUUGGAAAAGAUUGGCACA--A-----AUG-CAUUUUG-CAUUCAAUUC----GUAUGUCUUUUCUAUGGUUAGUCC 67
LT598470.1|est1|442229-442292| GGACUUGGAAAAGACUGGCAUA--U-----UGC-GGGUUUU-GCAC---UUU----UCAUGUCUUUUCCAUGGUUAGUCC 64
LT598488.1|est1|306786-306850| GGAUUUGAACCGAGU--UGGCA--C-----ACG-CGUUCUG-AAUUGAACUC----UAAUGCUCGGAUUAUGGAUAAUCC 65
LT598449.1|est1|388937-389004| GGACUUGAGAAGGGCUCGCAUAAGA-----GACAUUUUUGA-GUUUCAAAC------AAUGCCCUUUUCAUGAUUAGUCC 68
LT598468.1|est1|691218-691282| GGAUUUGAGAAAAGCUAGCACAA-U-----UGGCGCUUUGU-UCAA-AUAUC----GU---UUUUUCUCAUCGUUAAUCC 65
AADM01000270.1|est1|135409-135470| GGACUUGAGUGGAGGUUGCAAAA-C-----GAU---GACAU-AUCG--AC-U----UAG-CUUCUUCUCAUCGUUAGUCC 62
NC_013079.1|est1|703023-703083| GGACUUGGGCGCGGCUCGCAAAA-C-----GGC---CAAGU-GUCG---C-A----UAA-GCCGUUUUCAUGGUUAGUCC 61
LT598477.1|est1|576233-576294| GGACUUGAAUUGGGCUGGCACAA-------GCG----ACUU-CGCA--UCUU----UCACGUCUUUUUCAUCGUUAGUCC 62
CM000690.1|est1|349129-349208| GGAUUUGGGCUGAGCUUGCAAAAAGAUUCUUUUCUCUACAAGAAAUGGUAUCUAUGAGAUGCGUAGCCUAUGGUUAAUCC 80
LT598456.1|est1|682452-682529| GGACUUGGAUUGGGCUCGCAUAAGCAUUUGGAGCAAU-UUCGCUUGCGU-UGCAGAUUAUGCCCCUUCCAUGGCUAGUCC 78
                                     .........10........20........30........40........50........60........70........8