# STOCKHOLM 1.0

BX927153.1   UCCCGUAUUGGAGGGGAGUACCCC...................ACAAG................................CAGCGUUGAUUCGUCAAC.ACGGAAAUCAAACUUUAAAGAAUUUUAGGUUGUGAAUUCCCGGUCACA
BX248358.1   ACUGUAGUUGGAGGGGAGUACCCC.......A...........CCCAC................................GGCAUUGA..UCGUCAAC.ACGGUUACCAUGCGAGAAU........UCUCGUACGAUCCCGG.UCAU
BX842584.1   GACGUUAGCGAAGGGGAGUAGUCC...................CGAA.................................UCGUCGAG..UCGACAUA.CUGGC..........GAAA...............A..GCCCGG.CUGG
AL939112.1   GACGGCGCAGAAGGGGAGUAGCU....................CUUCG................................CCGGACCG..UCGACAUA.CUGCUCAG.......CCCG..............CCUGAGCCGG.CGCC
Z99124.2     GAACACUCCAAAGGGGAGUAGCU....................UUCAC................................AGUAA.AG..UCGUCAUU.ACGGGA.........CAAG.............GUG.UCCUCGG.CUUU
Z99110.2     UGAAAUCCCAAAGGGGAGUAGCG..UCCGGAAU..........GUAU...........................UCCGGAAACAA.AG..UCGUCAUU.UCAUGGA........UUGU...............AUCCAUCGG.CUUU
AF325827.1   AAACUUCCUAAAGGGGAGUAGCU....................UUAAC................................AGCAA.AG..UCGUCAUU.ACGGAGUA.......UAAU...............UACUCUCGG.CUUU
AF109909.2   UUACGGAGUAAAGGGGAGUAGCG..UCAGG.............GAAA............................CCUGAAACAA.AG..UCGUCAUU.ACAUGGA........GUAU................UCCAUCGG.CUUU
AE017028.1   CAUAUCUCCAAAGGGGAGUAGCG..UCCAAGAA..........UAUUU..........................CUUGGAAACAA.AG..UCGUCAUU.ACGUAGAA.......CUUA..............GUUCUUCCGG.CUUU
AE017002.1   CAUAUCUCCAAAGGGGAGUAGCG..UCCAAGAA..........UAUUU..........................CUUGGAAACAA.AG..UCGUCAUU.ACGUAGAA.......CUUA..............GUUCUUCCGG.CUUU
AE017267.1   UGUGUAUAUAAAGGGGAGUAACUU...................AUUAC................................AGUAA.AG..UCGUCAUU.ACAGGGA.........GAA................ACCCUCGG.CUUU
AL591977.1   ACAAAUGUCAGAGGGGAGUAGCG..CUGAUUAG..........CUUUU.........................UAAUCAGGAUAA.AG..UCGUCAUU.ACAUGAUA.......GAGA...............UAUCAUCGG.UUUU
AL596167.1   ACAAAUGUCAGAGGGGAGUAGCG..CUGAUUAG..........CUUUU..........................AAUCAGGAUAA.AG..UCGUCAUU.ACAUGAUA.......GAGA...............UAUCAUCGG.UUUU
AF270169.1   AAAACUGUCAGAGGGGAGUAACUU.GAGAAUA...........GUUAUUGAAUGCAUUUAAACCGAUAAUAACUAUUCAACACUU.UG..UCGUCAUU.ACGAAGA........UAAG................UCUUCCGG.UAAA
AE016746.1   AAAACUGUCAGAGGGGAGUAACUU.GAGAAUA...........GUUAUUGAAUGCAUUUAAACUGAUAAUAACUAUUCAACACUU.UG..UCGUCAUU.ACGAAGA........UAAG................UCUUCCGG.UAAA
Y14370.1     CAUUUUGUCAGAGGGGAGUAACUU.AAGAAUCAUGACCG....UAUAA.......................AUGAUUCGACACUU.UA..UCGUCAUU.ACGAAG.........AUAU.................CUUCCGG.UAAA
AE015938.1   UUACUAUAUAAAGGGGAGUAGCAA.A.................UUAAU...............................UUAACU.AU..UCGUCAUU.ACGGCAA........UUAA................A.GCCCGG.AUAG
AE012978.1   UCU..CGGUAAAGGGGAGUAACUC...................UAAAU................................CAAUC.AG..UCGUCAUG.ACGGC..........UUUU...............U..GCCCGG.CUGA
AE012997.1   AACAUAAGUAAAGGGGAGUAGCUU..GCCACA...........GUAU...........................GUGGUUUAACC.UG..UCGUCAGC.ACGGGAA.........AUU................UUCUCCGG.CAGG
AE016953.1   AGUUUUUUCAUGAGGGAGUAACUG.ACAGUA............UUUA...........................UGCUGUGACAA.CA..UCACCAACUCCGAAA.........GCAA.................UUUCUGG.UGUU
AE017205.1   UAUAGAUGCAUAAGAGAGUAACG..GCAA..............GUUA.............................UUGCGAUAA.GU..UCAACA.A.CCGAGAU........GGAU................AUCUCUGG.ACUU
AL935253.1   GAUACAAUCAUAAGGGAGUAACUA.GCAGAA.............AUA...........................UUCUGCGGCAA.UA..UCGUCAGC.AAGAA..........GCCA..................AUCCGG.UAUU
AE014915.1   UGAAGAUUAUCAAGGGAGUAGCUA.GCGG..............UUUUG............................CCGUGAUGU.UG..UCGUCAAU.CCGAAA.........CUGU.................UUUCCGG.CAAC
AE010002.1   GUUAUUAUAUCAAGGGAGUAGCAG.ACGG..............CUAG.............................CCGUGAUUG.UA..UCGUCAAU.ACGGAAU........UUCG................GUUUCCGG.UACA
AE014215.1   AUUAACAUAUCAAGGGAGUAGCAG.ACGG..............UUUA.............................CCGUGGCAA.UG..UCGUCAUU.ACGAAA.........GAAA.................UUUCCGG.CGUU
AE007449.1   UGGUACUACUCAAGGGAGUAGCUG.GCAG...............AAAC............................CUGUGAUAG.UG..UCGUCAUU.CCGAAUUUUAUGCU.GAAA..........AGUAUGCUUUCCGG.CCCU
AE005906.1   CCGCCCACCUUUGGGGAGUAGCCG.CCCGCGU...........CUAUC..........................AGCGGGCCCCGCCG..UCAACACA.CUUGAUC........UUCC...............GGAUCAUGG.CGCG
AL646068.1   CCGGCUUCCAUUGGGGAGUAGCC.GCCUGGAG...........CCAAU........................GCUCCGGGGGCCA.CG..UCAACAGA.CUUGACCGUCGUC..GCAA........UGGCAGACGGUUAUGG.CGUG
AL646061.1   GACUUCCUCAAAGGGGAGUAGCUC.GGGGGUU...........CUUCA..........................GCCCCAGGCAC.GA..UCGUCAUG.ACGAAGC........GCAC................GCUUCCGG.UCGU
BX321864.1   UUGCCGGUCAUUGGGGAGUAGCCG.CUCUUC............GUUUC..........................GAAGGGGCUUA.CG..UCAACAUA.CUUGACC........GGCA................GGUCAUGG.CGUA
AE015551.1   CAUCUCGCUUCGGGGGAGUAGCUA.ACUGGAUUUCGAG.....CCAUC......................GAUCUCUAGGGUGAA.CG..UCAACAUA.CUUGGC.........CGCA...............U.GCCAUGG.UGUU
U18997.1     GUUACCUGCAAAGGGGAGUAACUU...................CAUUG................................CCGGUCGA..UCGUCAUU.ACGAUGUGU......GAAA............AAACACAUCCGG.UCAC
AE016761.1   GCGCCCUCAUUUGGGGAGUAGCCG.AUUUCCAG..........AUUCC..........................GGAAAUGUACG.UG..UCAACAUA.CUCGUU.........GCAA.................AACGUGG.CACG
D90826.1     GCGCCCUCAUUUGGGGAGUAGCCG.AUUUCCAG..........AUUCC..........................GGAAAUGUACG.UG..UCAACAUA.CUCGUU.........GCAA.................AACGUGG.CACG
BX571872.1   CACCGCAGCAAAGGGGAGUAACUU.C.................CUUA................................GCCGGUUUA..UCGUCAUU.ACGAUGC........AACA................GCAUCCGG.UAGC
AE008781.1   GCGCCGUCAAUUGGGGAGUAGCCG.AUUUCCAG..........ACUCC..........................GGAAAUGUACG.UG..UCAACAUA.CUCGUU.........GCAA.................AACGUGG.CGCG
AE008848.1   GUUACGCGCAAAGGGGAGUAACUU...................CAUUG................................CCGGUCGA..UCGUCAUU.ACGAUGUGUG.....CAAA.............ACCACAUCCGG.UCAC
AE016837.1   GCGCCGUCAAUUAGGGAGUAGCCG.AUUUCCAG..........ACUCC..........................GGAAAUGUACG.UG..UCAACAUA.CUCGUU.........GCAA.................AACGUGG.CGCG
AE013857.1   UGCGCCGUUCAUGGGGAGUAGCCG.GUUUCUGUGCAAUAUAUUCAUAA.............UAUAUUGGCAAGCAGAAACGCCCG.UA..UCAACAUA.CUCGUUUCA......UUUA............UUUGAAACGUGG.UACG
AE016776.1   CGCACCGUCCUAGGGGAGUAGUCU.CCCGCGAGCAC.......CCAGC.........................UCGCCCGGUACG.CG..UCAACAUA.CUUGGUC........CACA................GACCAUGG.CGCG
AE004877.1   CGCCCCGUCCUAGGGGAGUAGUCU.CCCGCGAGCGC.......CGCAC....................CGGCCUCGCCCGGCACG.CG..UCAACACA.CUUGGUC........CGCA................GACCAUGG.CGCG
AE004717.1   CCGGCCUUCCUUGGGGAGUAGCCU.GCCGUCA...........CCCGU.........................UGACGGCGCGCU.GG..UCAACAUU.CUUGGCA.........ACC................UGCCAUGG.CCAG
AE016809.1   UAGCGCCGCUUAAGGGAGUAGCCU.UCCUCAU...........GGUU...........................UGAGGAGUGAA.UA..UCAACAGUCUCCGAGC........UUAA...............UGCUUGUGG.UAUU
AE004385.1   UGGCGACGUUUUGGGGAGUAGUCG..C................CUUAG..............................GUUUAUU.UG..UCGUCAUC.ACGUUGAGU......UUCA...............CUCAACCGG.CAAA
AE004094.1   CGCUCCGUCUUUGGGGAGUAGCUG.GUCUCUAAG.........UUUUC.....................AACUUGGUGAUUCACA.CA..UCAACAUA.UUUGGUAC.......UCAA...............UUACCAUGG.UGUG
AE012529.1   GCGCGCCCCCUUGGGGAGUAGCCU.GCUUCCA...........GUCGA.........................UGGAAGCGCCCG.CA..UCAACAUA.CUCGGCC........GUUG................CGCCGUGG.UGCG
AE012090.1   UCGGGCGCAGAAGGGGAGUAGCUC...................CCAG.................................CGUUGUCG..CCGUCAUG.ACGAGCCC.......GCCA.........UGUGCAGCGCUCCGG.UGCA
AE012550.1   UCGGCCGCAGAAGGGGAGUAGCUC...................CCAG.................................CGUUGUCG..CCGUCAUU.ACGAGCCCUGCCU..GUCA..............GGCGCUCCGG.UGCA
AE012070.1   UGCGCGCCCCUUGGGGAGUAGCCU.GCUUUCG...........UCAUC..........................GAAAGCGCCUG.CA..UCAACAUA.CUCGGC.........CAGU..............GC.GCCGUGG.UGCA
AE012558.1   UGCCUUCCCCUUGGGGAGUAGCCU.GCUUCCA...........CACAU........................CUGGAAGCGCUCG.CG..UCAACACA.CUCGGUA........CAUA................U.CCGUGG.CGC.

multiz34     CGCCCCGUCCUAGGGGAGUAGUCU.CCCGCGAGCGC.......CGCAC.......................CGGCCUCGCCCGGCACGCGUCAACACA.CUUGGUCC.......GCAG.................ACCAUGG.CGCG

#=GC SS_cons .....<<<<<<<<<......<<<<.<<<<<<...........................................>>>>>><<<<<.<<..<<<........<<<<<............................>>>>>>>>.>>>>

BX927153.1   CUG..GCCCAUUUUGUUU.....UUCA.......GAUGCAUGUUAGAUGCGUUGAGGGACAAGGGU.GGGGGAGACCUCCGGUUCUUAA
BX248358.1   GUCG.GUUUACUUUGAUUUUAGGUUAU..........UUGCUCAAGCAGGCCGGAUCAGAGUGAGC.GGGGGAGACCUCCGGUUCAUCU
BX842584.1   CGA..ACCGUUUG..........AUAC................................CAACGGU.GGGCGAGACCUUCGACCGAUGU
AL939112.1   CGGA.GGCAGGCCUCGUGCG...CGAG................................GCGGGCC..AGCGAGACCUUCGGCAAGCAG
Z99124.2     GCU..GGCAAU............CUC..................................AUUGUU..AGCGAGACCUUUGCCAAAUCU
Z99110.2     GUU..GGCAUGCCU.........GAAU................................UCAUGUC.UAGCAAGACCUUUGCCUUAUGU
AF325827.1   GUU..GGCAAC............GAUC.................................GUUGUU..AGCAAGACCUUUACUCGAGAU
AF109909.2   GUU..GGCAUAA...........UGA.................................UUAUGCU.UAGCAAGACCUUUGCCAUAUUU
AE017028.1   GUU..GGCAUUUUCA........UUAC................................AUAUGUC.UAGCAAGACCUUUGCCUAUUAA
AE017002.1   GUU..GGCAUUUUUUA.......UUAC................................AUAUGUC.UAGCAAGACCUUUGCCUAUUAA
AE017267.1   AUUG.GCAACG............UUU..................................CGUUGU.UAGUGAGACCUUUACCAGCAAU
AL591977.1   AUC..ACAUUUA...........ACUU................................UAAAUGU.UAGCGAGACCUUUGCCUUUACG
AL596167.1   AUC..ACAUUUA...........ACUU................................UAAAUGU.UAGCGAGACCUUUGCCUUUAUG
AF270169.1   GUG..GGCAAA............AAU..................................AUUGCU.AAGUGAGACCUUUGCUAUUAAA
AE016746.1   GUG..GGCAAA............AAU..................................AUUGCU.AAGUGAGACCUUUGCUAUUAAA
Y14370.1     GUG..GGCAAU............UAA..................................AUUGCU.UAGUGAGACCUUUGCUAUUUAU
AE015938.1   UUA..CUCC..............AAAG...................................AGAGAUUGCAAGACCUUUGUUCUACAG
AE012978.1   UUGA.GCAG..............AUA....................................AUGC.GAGUGAGACCUUUACUUUGUGG
AE012997.1   UUA..GAAACUCCG.........GACG................................GAGUUUU.GAGCAAGACCUUUAUAGAGGUA
AE016953.1   GUCU...................UAAA........................................CGGUGAGACUUAUGUAUGUUCG
AE017205.1   AUC....................UUAA.......................................UUAGUGAGACUUAUGACUGAUAA
AL935253.1   GUCU...................UAAA........................................UAGUGAGACUUAUGUAUGUUCA
AE014915.1   AUAU...................UAAA........................................UAGCGAGACUUGUUUAAUUAUU
AE010002.1   AUCU...................UAAA........................................CAGCGAGACUUGUUUAAGAAAA
AE014215.1   GUCU...................UAAA........................................CAGCGAGACUUGUUUUCAUAAA
AE007449.1   AUCU...................UAAA........................................CAGCGAGACUUGUUAUGAUUAA
AE005906.1   GGGAAGGGAAGCGGACU......UGAA................................GCUUCCU.UGGCGAGACCAAUGGCGCCGAU
AL646068.1   GUCA.GCAA..CA..........UCCU..............GGGUGCCCCGCACCCGGUGACGCGCCUGGCGAGACCGAUGACACGCCU
AL646061.1   GCC..GGCAUCCGCAGGU.....UCCU........................GGCCUGCCGG.UGUC.GAGCAAGACCUUUGCAACCGGA
BX321864.1   AGC..GGUU..............CUA....................................AGCC.UGGCAAGACCUUUGACCACAAU
AE015551.1   CACA.GCAAAUC...........AUC.................................GAUUUGUCUUGCAAGACCUGAGCACAAUAA
U18997.1     CGG..GCAACCCG..........AAAG.........GAAUACGCAGACGUAUUCCUUUUUUGUUGU.AAGUGAGACCUU.GCCGGAAGG
AE016761.1   UACG.GACUGAA...........CACU................................UUCAGUC.AGGCGAGACCAUAUGCACAUCA
D90826.1     UACG.GACUGAA...........UACU................................UUCAGUC.AGGCGAGACCAUAUGCACAUCA
BX571872.1   CGG..GCAACCUUGAAC......UUAU.............ACCUGAUGGUACAUUUUCUGUGUUGU.AAGUGAGACCUU.GCCAGAAGG
AE008781.1   UACG.GACCAGC...........CGCC................................GCUGGUC.AGGCGAGACCAUAGGCGCAUCA
AE008848.1   CGG..GCAGCCAU..........AAAG.........GAAUGCGUCAGCGUAUUCCUUUAUUGUUGU.AAGUGAGACCUU.GCCGAAUGG
AE016837.1   UACG.GACCAGC...........CGCC................................GCUGGUC.AGGCGAGACCAUAGGCGCAUCA
AE013857.1   GGC..AGCC...AG.........GUAA...................................GGUU..GGCGAGACCAUAGACACGUAG
AE016776.1   UGC..GACCCACCA.........UGCACGCCUGCAUGGAGAGAUCCGCAUAGACGGAUCGAGGGUU.UGACAAGACCUAUGACACGCAC
AE004877.1   CGC..GACCCAAGCCUGCCCA..GACA............................GGCCAAGGGUU.UGACAAGACCUAUGACACGCAC
AE004717.1   CGC..AUCC..............AACC...................................GGAU.UGGUGAGACCAACGACAUUCCU
AE016809.1   CAC..GUUC..............AUCU...................................GUUC.UGGCAAGACUUAAGCAAAGUUU
AE004385.1   UAUU.AAGCUCUGAA........UCCA...........................AGUUCAACGCUU.CGACGAGACCAACGCAUUCAAU
AE004094.1   UGA..GACCUGA...........GCCU................................UCAGGUU.UAGCAAGACCUUAGACAAACAA
AE012529.1   GGC..AACCA.............CUCU..................................UGGUU.UGGCGAGACCAGCGGCAUGCGU
AE012090.1   ACG..GCAACCGG..........CCCG..............................GCCGGUUGC.GAGCGAGACCUU..........
AE012550.1   ACG..GCAACCGG..........CCCG..............................GCCGGUUGC.GAGCGAGACCUUCGCCGCGCAG
AE012070.1   GGC..AACCA.............GUUU..................................CGGUU.UGGCGAGACCAGCGGCAUGCGU
AE012558.1   AGC..AACCA.............UCG...................................UGGUU.UGGCGAGACCAACGGCUCGUGU
multiz34     CGCGACCCAAGCC..........UGCCC.......................AGACAGGCCAAGGGUUUGACAAGACCUAUGACACGCAC
#=GC SS_cons >>>..<<<<<<<...............................................>>>>>>>.>>>>....>>>>>>>>>.....
//