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FIGURE LEGENDS

Table S1 Sequences and accession numbers of computational identified snoRNA genes in C. elegans.
Structure elements of snoRNAs are boxed. The sequences complementary to the target RNAs are indicated by shadows. The sequences in red indicate the genes were
also identified from Deng’s cDNA library @9 The gene names used in Deng’s study are also shown behind the sequences.

Table S2. Oligonucleotides used in this study

Figure S1. Functional prediction of the novel box C/D snoRNAs. Methylation guide duplex between snoRNAs and rRNAs/snRNAs are predicted. The snoRNA
sequences in a 5’ to 3’ orientation are shown in upper strands, while rRNA/snRNA sequences in a 3’ to 5’ orientation are shown in lower strands. Sequence motifs of
box D' /D are boxed. The positions of predicted methylation sites are indicated by numbers. Only one isoform is shown if the snoRNA has more isoforms. (A)

Methylation sites predicted by novel snoRNAs. (B) Novel methylation sites predicted in this study for the snoRNAs identified previously a8),

Figure S2. Functional prediction of the novel box H/ACA snoRNAs. Pseudouridylation guide duplex between snoRNAs and rRNAs/snRNAs are predicted. The
snoRNA sequences in a 5’ to 3’ orientation are shown in upper strands, while rRNA/snRNA sequences in a 3’ to 5’ orientation are shown in lower strands. The two
sequence motifs are boxed and the upper parts of the hairpins are represented by solid lines. The positions of pseudouridines are indicated by numbers. Only one
isoform is shown if the snoRNA has more isoforms. (A) Pseudouridylation sites predicted by novel snoRNAs. (B) Novel pseudouridylation sites predicted in this

study for the snoRNAs identified previously as)

Figure S3. Structural and functional evolution of H/ACA snoRNA. Schematic representation of the homologous sno/scaRNAs in yeast and metazoa are shown. The
box elements are present and the homologous guide hairpins are boxed. The names of snoRNAs and the guiding functions of the hairpins are also shown. S.c., C.e.,
D.m. and H.s. represent S. cerevisiae, C. elegans, D. melanogaster and H. sapiens, respectively.



Table S1 Sequences and accession numbers of computational identified snoRNA genes in C. elegans

Novel Accession Sequence
SnoRNA No.

Box C/D snoRNA
MeCeSSU-A90 AM050148 caagcgatgacgattgatatctgetctaatgagtctgaattaccatgttgagatettgtetgagete (CeN65)
MeCeSSU-C400 AM050149 aggctggegatgattgagattgttcccacacgecaatttetectgatecacatgaaggetaaacttecttggacgtetgageeg (CeN33)
MeCeSSU-A422 AM050287 aaaagtgcgatgaatgacttggataagttteggctgaaacttggtgatgecaactttttaaaactgetgageac (CeN108)
MeCeSSU-A601 AM050288 aagcaaatgacgaaatcgcacctcggecegactccaaccetgggggegaaatgagetttttaactcagatget (CeN24)
MeCeSSU-C980 AM050289 catccaatgatgagagtttgcgactagggcggtettacacaatcatggtgattetagtcattetgatggt (CeN27)
MeCeSSU-C1180 AM050290 acgatgatgatgaagaatttttgatatggtgtcaggacctetgagagttccgtgatgatgtttagagttectgaatet (CeN106)
MeCeSSU-C1196 AM050291 cgggcaatgatgtcatactcaaatctgtcagtcctecagaccatccectggtgataacacggttttecggagtgetgageag
MeCeSSU-U1342 AM050838 ggattgaagatgaaatcaacgacgctgaccggtagtgatgtgttgtegaaacctectaagaagtactgaccge
MeCeLSU-G668 AM050839 aagtcaatgatgttttttcaagacgggaccgactggtgaatgatgcataaatgaaatgetgagact (CeN13)
MeCeLSU-A678 AM050840 ctggcagtgatgatcacaaatcegtgtttctgacaagegattgacgatagaaaaccggetgageca (CeN5)
MeCeLSU-G860 AM050841 atgtgecgegatgaactctttaccatcttteggggcataacactettgatgataacatacccatttgetgagege (CeN70)
MeCeLSU-A1185 AM050842 gaatcggtgatgtgatatccagttetgetactgagttattgtgaagattaacttteccegtetgagatt (CeN118)
MeCeLSU-C1502 AM050843 tgtcecgttgatgacaacatacatacaccattacgatctetgaagacttegtgetgatcatgtatecatgeaacaccaactgaggac (CeN1b)
MeCeLSU-U1566 AM050844 gggtcgatgattagattattctactgttcacgtaccgactgttcagtggtggataaaccttectatgagact
MeCeLSU-C2300 AM050845 gggtttgtgatgactgcatacggatcactgggetetgaatctetatgaaccgataatateegttetgatace (CeN54)
MeCeLSU-A2317 AM050846 atgtcaatgatgtctaaaaaattactacgatttaattcgaattgetgtgagatcaatcttatacaattctgagaca (CeN119)
MeCeLSU-G2343 AM050847 acggetgtgatgatttcctattgecgtttaccegtetgaggaaaaccgtgettgatacaacttggaaaaggetgageeg (CeN121)

MeCeLSU-A2384a AM050848 cactaaatgacgaatcctaataacccaatgggtttcattgeggatatgaggeatttgtetgagegg (CeN23-1)

MeCeLSU-A2384b AM050849 cactaaatgacgaatcctaatagcccaatgggtttcattgeggatatgaggeatttgtetgagegg (CeN23-2)

MeCeLSU-A2384c AM050850 tcaccaatgatgcaatggttaaatcagacgagtctattttggetatetattecgagttecttcgaagaaattgecgetaageggggtgaaattgaggeatttgtetgaggtg (CeN17)

MeCeLSU-C2407 AM051009 ccgeetgtgatgettttecatgegtgtecagetgagateccctgattagaaccacecttgaggttgtattaactgagget

MeCeLSU-U2417 AM051010 gaggagttgatgagaactctaatccattctetgagegagaaggatggecgaagegggttegeatttgaggeattaaggtagacgacagagttettetggaaactactgectegegetgacgte (CeN117)




MeCeLSU-A2429
MeCeLSU-C2440
MeCeLSU-U2762
MeCeLSU-U2841
MeCeLSU-G2903
MeCeLSU-A3023
MeCeLSU-C3060
MeCeLSU-C3071
MeCeLSU-A3159
MeCelU2-G12
MeCeU2-C42
MeCeU2-U49
MeCeU6-A48
MeCeU6-C55

AM051011
AM051012
AM051013
AM051014
AM051015
AM051016
AM051017
AM051018
AM051019
AM051020
AM051021
AM051022
AM051024
AM051023

Box H/ACA snoRNA

WCeSSU-499
W(CeSSU-513a
W(CeSSU-513b
WCeSSU-970
W(CeSSU-971
W(CeSSU-1146
W(CeSSU-1152
W(CeSSU-1266a
WCeSSU-1266b
W(CeSSU-1523a

AM051025
AM051026
AM051027
AM051028
AM051029
AM051030
AM051031
AM051032
AM051033
AM051034

ctgggaatgatgaccttctgtgtaggaatctcaatgagtgactgtgacataaaaatgecagtaaattcactgaccee (CeN122)
ctgtgtatgacgacaacgtgttagggacatctgecaccaaccgtgaagatttaacgaaagtagtactgacaca (CeN50-1)
agagttgtgatgacttacttaggacacctttggagggccteggtectgectgaaaagaaaaatagtacgecttagtetgagete
actgeggtgacgatcaactcttacctactatgacaaaaacaatggttagacgttactegtactgtectgagecag (CeN14)
cgagcggtgatgaatgeacgtattgetetgacacctettatgttageggtaaatttcegtgecgegatgagtecactaggatetetgagete (CeN124)
ttggctgtgacgattactattcccaacgettggaatgaaccaaagtgattattaaccaatecttttetgageca (CeN30)
gettectgtgatcgacaacaaacccagetctectgaatgattgtgaggttaagaaaacagetgagaag
agatctatgatgagactttcacgacggtcttccgatgtaatacatacctgtggatatetttacgtgaagectgagate (CeN123)
aagccgatgattaccaaaaataaccaaatgtttgagtgattgtttgtgatcgaattttgtcactatecgetgagget (CeN120)
gacaggatgatgagtcactcgetgagtgacaataageegagtgttageggtttttatgtaategtgatgatcattecctcaaaagegataattgtgaactgactgt (CeNG9)
tgcgegatgaggattgataacacatacacacactctgaagttatgtgaagagataattgaagaacggatatectgagege (CeNS9)
cccaaaatgacgaaaccctatccccaatgattttacgacgtttcaagtcatttecatatcaatcggegacctactacaccgtettttgattgacctgaaacgegtagagetagtgaatettcatcataacgataagatctgattgg
cctgegatgatgagaatcatgectaatcatgaagagactcecgtcagtcteccaacctecatgttgtaaaacaatcgatagetgageag

agtgctgtgaagagaacgtgecactgtactttgeccateggaagggeattgaaatggagatatacetggeacaggggecatctgageac (CeN9S)

tgtgtcatttattcctcggatagtgatatttgttecttttecgagetcatactgacacaaaagcaatggcagatttgecaactagttgegttetacttgategtggetatactttettetgaccacattt
gcagatgtccattacgegaatgectgtgettttegacgtttagtttagtetgecaagatagaattgatgtetegaagacaggtacatcagettttagagttectgttcaagatcagcaaacaaac (CeN110)
cactctacgectttcectttcaatgggttggtatgatttaataaggatgcaagagaatagtacgggaagttcgaagacttgeggatttgettecacggetecgegagttecataactgtcaccacaatt (CeN41)
cgcttecatggtgeattacactttgtaacttgeattgtgtgegegactaatgaagecaataccaatatetgeagtatetgetcattegecgtgttgtagttgatgagetegtagtecgataacaatt (CeN64)
gcacacagaaagtcgagattgeeggettcaaaggetttategttgattacgtgtgetataacaacgecataggtatecattettegtettettaggegeggaacatetaaatatggetacattt (CeN4S)
cacccacggcaacaaattccaattgtgtgtaacattcaatgecaattgageegacgecgtgggaaatcactttegtggaaccatttgateccacgetegttactgttaatgattgtggtttgeacgtggtttacaatt (CeN125)
cacggccagtttgagttgattcgetetttecgecaatagagetttgagtcaaattactgteccggaaattatagagatgaagetcatttggagcaataacaattgttgaagetecgaaaatgatgetetteccacaatt (CeN59)
tcctegettataagecgggggactagectttgetgagttcactagtaaaacgegaggaaaattatagagacatccagacaccgattatgttgtgatatatteggtecacttecgtatgteccacagtt
acctctcttataagecgggggactageattttgttaagttcactagtaaaatgagaggtaaagcatagagacaaccagacaccgagaatgttttgatgttttcecggtcactttgtgtgtcccacaaat (CeN101)
gcatcgaaaatggacggactttccegatggategtttegtataattttggtgecaaaatagtagagagacgecagtgttactettecttacgttacctgtatetggagagtgtecaagegttteccacattt (CeN8O)




W(CeSSU-1523b
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W(CelLSU-2483
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WCel6-26
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AM051035
AM051036
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tgcattgaaaagggacgggctatetttatggattgtttegtataattttgatgegagataatagagaggegeactgttactettecatcactttttectgtgaacggagagtgtecaagegetteccacaatt (CeN79)
ggcatgtatttaatgcgggtggatgattttagttcagecgtttagettgecatgcaaaattattttctattgaagattttattecgetgeacteggtcatattegagtctatgatttttctgaaattggtacattt
ccgegectagaaactcageggtgttttgtetttatgatcatgagetggtageaggtgcaatattgatteggagtettacecggegtecaccttctgaagggtgtgegttaaaagttcatecgaacaatt (CeNb5)
gegtetetecaacceggacaactegeaacttgttgeaatggtecagttegactgttagagacgetaaataagaaaattggeggattegetaacgtegegteccatgaceggagtttgaaagtaggeegetgaacaatt (CeN58)
geecggtetttgeeceggatcaactttaatagttatgacggtttecgactegggaaaatagattettgeataacgacggaaatttcagagtttgttctgaatgtetecagtegatgtgcaatacaatt (CeN43)
tgcetcagtgtetgggeaaageagactgtttttaatagtactgacttaatecactgatggetatagaaaaacattgtgtaatececgaacacettgtggtgtattggattecatgacattgtgacaatt (CeN84)
tgccacaatgtctgggecaaggtgecctgeaccegettgagecaacctaatecattgatggetatataaaattcattgagtaatecctgttgagttatatagaactttecagtttcatatcattgatacaatt
cgaagagtagtcatttgtatacgtgatacacttatacagagttacacttttcgtatataagtgettettectegttggagttgtttatttaatgageaattacctectaaactgaaagecaacaatt (CeN81)
tttccattaagtagtccegtacgttgaaattttcacgtacggtttggacaatatggagaaatgaatgttactctttttgeaatgacgetgaaacatattttegetttgttagecataagtttaaaacaatt (CeN93)
cgaggtccagagtcacctctgagaatatgtatctcectteggtgetaggattgetcgaaaatgaattaggtactttatgecaaacagttecttgegttatgetecatetgtttecacetecgtttectgacaaaa
acgaggtccagagtcaccttttcagcaaaatgecagttagggtgetaggatttctcgaaaatgaaattggtegtattatgeaagtagggettgettttgegeteccegactteaccteatteccaaacattt (CeN100)
gegtgagtactggetgtttgtgtetecgecattgecaatecagetgteattaaccacgcaataccgtacagaggtgetaaattacegtgaaaaccactttaaaaattggteactecggaggaggecacctecaacattt (CeNbl)
tgctettcaaaageactggttttaggatccactattatccaagecageegtcaaaactgagetataagaattatettgtttttgggtgaggtotattcaattcagaatgegtetecaataacacgatgacaatt (CeN87)
ggcggataggaaccaggtcatgtttgtacgtgatttgggeecgacateccegecgaaatagtectgegaagatetaaggtegettetggatggatttgecacegggtgeacaccatettegtgeacaatt (CeN39)
aagcagtcgttcagtggegcaagegattttcccatgegettgtgectaatetttgactgegagataaaaatgtcagagtcaageggtecgetatetgtgtageattetgttcaagatttgactgatattt (CeN126)
gcggatattataaacagattcctataaatttacaaggtagtcagtagecgaaattcgcaatataaattttccattaaaggecgagaaatcatectttttgteggtgatatctagaaataaaactggagacaatt
ggtataagaaagcgagcaattattcgatggetgetegttgataattcctcgaaaactaatggaaattaagegattatcececgectecatgaacagatcecatcatttaacttgaatgataaggtcectacttgacaggegtacatta
cgcaccttgttttcacgecattcteggtcagttttctegagattcaacgegteccagaaagtgtgctatatagaaataaagagtactttataagggecatacacggtttaatttacceeggetatggtagtttaacggtgetacaaat
gtttttctagagatttcaccgattettttgaagtatcggtgcaccaagtgaaaaataaaattgegacgetttagtgacgetggagaaagtttttatccagtgtectaaaggegeggegeaacattt (CeN128)
ttgtcgtgaatcttgatcggegtgtttattttaccegegttgattgtaaaggecgacatatatcaaaatttgacattaatgetggaagtttctgaaatagttecatttttetteccaattatttcaaatgtcaaacaaac
(CeN105)

ccecgetetatgttectetecactttgttaattttectggaatggagattttataagagcgaaaataaaatgtcattageggtgetcatetteggttaattttectegatatggetgattggataatgactacattt
ctectatettggegettecattggtgaatatggetgtgtatgttataggagagatagtagtgecttttggettteggatetectteggtgtttgtettgeatetegacaaatgtcatectetgggttegagacaatt (CeN95)
tetetegtettggegettecactggtgaatgtggttgtgtatgttacgagagacaaagtagegectaacggettteggatetecttecggtgtttgtettgaatttecgacaaatgteatectetgggttegagacaatt (CeN8S)
gggcacagagttgcagttgattgaaactaaatcatgtgegetaagttgteccgaaagtatetttggatttctacaaaacagtgttcettetttaggatgetgatecgtagagatctgaacaaat (CeN45)




Table S2. Oligonucleotides used in this study

Oligonucleotide name

Sequence

Oligonucleotides used for northern blotting

PMeCeSSU-C1180
PMeCeSSU-U1342
PMeCeLSU-C2300
PMeCelLSU-A2317
PMeCelL.SU-A2384c
PMeCelLSU-C2440
PMeCelLSU-U2841
PMeCeLLSU-C3071
PMeCelU2-C42
PMeCelU6—-C55
PMeCeSSU-C1196
PMeCelLSU-C2407
PMeCeLSU-C3060
PMeCeU2-U49
PWCeSSU-499
PWCeSSU-970
PW(CeSSU-1146
PWCelLSU-1573
PWCelLSU-1996
PWCel.SU-2294a
PWCelLSU-2361
PWCelSU-2992
PW(CelU5-48
PCeACAOrphla
PWCeSSU-1266a
PWCelSU-2294b
PW(CelLSU-2519a
PW(Cel2-16
PW(Cel2-41
PW(Cel4-62
PWCel6-26

5" ~CTCTAAACATCATCACGGAACTCT-3
5" ~GAGGTTTCGACAACACATCACTAC-3
5" ~CATAGAGATTCAGAGCCCAGTG-3
5" ~TTGTATAAGATTGATCTCACAGCA-3
5" ~GCTTAGCGGCAATTTCTTCG-3

5" ~TCGTTAAATCTTCACGGTTGGT-3
5" ~AGTACGAGTAACGTCTAACCATTG-3
5" ~TATTACATCGGAAGACCGTCGT-3
5" ~TCCGTTCTTCAATTATCTCTTCAC-3
5" ~TGCCAGGTATATCTCCATTTCA-3
5" ~CTGAGGACTGACAGATTTGAGTAT-3
5" ~TCAAGGGTGGTTCTAATCAGG-3

5" ~TAACCTCACAATCATTCAGAGAG-3’
5" ~CGTTATGATGAAGATTCACTAGC-3’
5" ~GTCAGAAGAAAGTATAGCCACGAT-3
5" ~AACACGGCGAATGAGCAGATA-3

5" ~GCAAACCACAATCATTAACAGTA-3’
5" ~TTAGCGAATCCGCCAATTTTCTT-3’
5" ~TTCCGTCGTTATGCAAGAATCTA-3’
5" ~GCCATCAGTGGATTAAGTCAGTAC-3
5" ~AAACAACTCCAACGAGAAGAAGC-3’
5" ~AAATCCATCCAGAAGCGACCT-3

5" ~CTATTTCAGAAACTTCCAGCATTA-3
5" ~GAGATGCAAGACAAACACCGAA-3
5" ~CCGAATATATCACAACATAATCG-3’
5" ~CTGGAAAGTTCTATATAACTCAACA-3
5" ~TCATTTTCGAGCAATCCTAGC-3

5" ~ATTTCGGCTACTGACTACCTTGT-3’
5" ~CGCCTGTCAAGTAGACCTTATC-3
5" ~AGCACCGTTAAACTACCATAGC-3
5" ~GATGAGCACCGCTAATGACA-3

Oligonucleotides used for cDNA libraries construction and screening

HindTTT(T) 5" ~CCCCAAAAGCTTTTTTTTTTTTTTTTTTTTTTT-3

BamH1 (C) 1 5" ~GGAATTCGGATCCCCCCCCCCCCCCCC-3
P47 5" ~CGCCAGGGTTTTCCCAGTCACGAC-3
P48 5" ~AGCGGATAACAATTTCACACAGGA-3
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